vector. Only 25% of the transgenic plants were fully transformed (6 plants per 24).
In situ analysis
The qSH1 antisense probe was synthesized with SP6 RNA polymerase from an 870-bp fragment containing the homeodomain in the qSH1 cDNA clone, AK060936. Tissue fixation and in situ hybridization were performed as described previously (3) .
Haplotype analysis
To find polymorphisms in the rice lines, we randomly sequenced 12 selected regions of about 1-kb length around the 40-kb qSH1 region using five wild relatives of O.
rufipogon and three japonica native varieties (Sensho, Shinriki, and Akage). We found polymorphisms in four regions, but not in the other eight. We then sequenced these four regions in a total 118 rice lines ( fig. S5 ). We finally found 13 polymorphisms in these regions (Fig. 4A ). These polymorphisms were used for haplotype analysis.
Estimation of the evolutionary process
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